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Gin His Lys Cys 
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Gin Pro Ser Leu 
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Gin Leu He Ala 
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Ala He Tyr Glu 

Glu Val Tyr Asp 
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Val Arg Arg Ser 
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Ser Cys His Thr 
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Gly Tyr Leu Val 
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Leu Lys Ala Val 
Gly Glu Thr Ser 
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<210> 2 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer sequence 
<400> 2 

agaagtagca ggaccagagg g 21 

<210> 3 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> antisense primer sequence 

<400> 3 

tcagtaccca ggcagttatg c 21 

<210> 4 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer sequence 

<400> 4 

tctctccctt ctccaaagac cc 22 

<210> 5 
<211> 22 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> antisense primer sequence 
<400> 5 
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tcaatgagtc cagccagtca gc 



<210> 6 
<211> 22 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> primer sequence 

<400> 6 

cggagcagtg tggcttattt to 

<210> 7 
<211> 22 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> antisense primer sequence 

<400> 7 

caggtgtatt gggtgtcaag gc 

<210> 8 
<211> 24 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> primer sequence 
<400> 8 

ggacccaaca agttcaagtg tcac 

<210> 9 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> antisense primer sequence 
<400> 9 

aagaagaggt aggcgatgga gc 

<210> 10 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer sequence 

<400> 10 

ccttgaagat gatggactac cctcg 



<210> 11 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> antisense primer sequence 
<400> 11 

aaaacccaaa aaagcccccc cage 24 

<210> 12 
<211> 24 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> primer sequence 
<400> 12 

accgaggttg tgtgtgggtt agac 24 

<210> 13 
<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> antisense primer sequence 
<400> 13 

caggaagtgg aaggtgtcgt tg 22 

<210> 14 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer sequence 
<400> 14 

ccatcaccat cttccaggag 20 

<210> 15 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> antisense primer sequence 

<400> 15 

cctgcttcac caccttcttg 20 

<210> 16 
<211> 24 



5 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer sequence 

<400> 16 

aaagacattg cgtggtcagg cage 

<210> 17 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> antisense primer sequence 
<400> 17 

ggcatcataa ggcagtcgtt cac 

<210> 18 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer sequence 
<400> 18 

ccagcacata ggagagatga gctt 

<210> 19 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> antisense primer sequence 
<400> 19 

ggtgtggtgg tgacatggtt aatc 



